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SEQUENCE LISTING 



<110> Qinwei Shi 

<120> Differential Immunoassay 

<130> 1112-1-080N 

<140> US 09/938,270 
<141> 2001-08-23 

<150> US 60/227,536 
<151> 2000-08-24 

<150> US 60/292,497 
<151> 2001-05-21 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> ^21 

<212> PRT 

<213> homo sapiens 



r U P» « Lys Asp Ser W s - V.l « S" ^ 

Gly n, Thr 01, tL Trp Tyr Asn Gin Leu Gly Ser Thr Phe He Va 

2 0 , , " rlv Thr T yr Glu Ser Ala Val 

Thr Ala Gly Ala Asp Gly Ala Leu Thr Gly Thr Ty ^ 

3 ^ ni Arq Tyr Val Leu Thr Gly Arg Tyr Asp Ser Ala 

Glv Asn Ala Glu Ser Arg iyr v 6Q 

5° rl < er Glv Thr Ala Leu Gly Trp Thr Val Ala Trp 

Pro Ala Thr Asp Gly Ser Gly Thr a 80 
65 3° Ala His Ser Ala Thr Thr Trp Ser Gly Gin 

Lys Asn Asn Tyr Arg Asn Ala His J 95 

85 ti Lr, Thr Gin Trp Leu Leu Thr 

Tyr val Gly Gly Ala Glu Ala Arg lie Asn Thr 110 

s r G1 y Thr Th°r Glu Ala Asn Ala Trp Lys ser Thr ffi Val y 
Asp Thr 12 Thr hys val Jys Pro ser Ala Ala Ser He Asp Ala Ala 
,ys SI Ala Gly Val Asn Asn Gly Aa„ Pro « Asp Ala VaX la 
Thr Ar g Ala Glu £ G!y Tyr Ala Ser H!s Asa Gly » 

165 -. T „ riv rlu Asn Gin Ser Pro val 

Trp His Glu Leu Phe Pro Asn Ala Lys Gly Glu Asn G ^ 

180 Tio Ara His Asp Pro Ser Leu Gin Pro Trp 

Glu Leu His Thr Lys Asp He Arg Hxs Asp ^ 

195 
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<210> 2 
<211> 1266 
<212> DNA 

<213> homo sapiens 
<400> 2 

atggacccct ccaaggactc gaaggcccag gtctcggccg ccgaggccgg catcaccggc 60 

acctggtaca accagctcgg ctcgaccttc atcgtgaccg cgggcgccga cggcgccctg 120 

accggaacct acgagtcggc cgtcggcaac gccgagagcc gctacgtcct gaccggtcgt 180 

tacgacagcg ccccggccac cgacggcagc ggcaccgccc tcggttggac ggtggcctgg 240 

aagaataact accgcaacgc ccactccgcg accacgtgga gcggccagta cgtcggcggc 300 

gccgaggcga ggatcaacac ccagtggctg ctgacctccg gcaccaccga ggccaacgcc 3 60 

tggaagtcca cgctggtcgg ccacgacacc ttcaccaagg tgaagccgtc cgccgcctcc 42 0 

atcgacgcgg cgaagaaggc cggcgtcaac aacggcaacc cgctcgacgc cgttcagcag 480 

actagggcca aggagtgggg ctacgccagt cacaacggtc ctgaccactg gcatgaactt 540 

ttcccaaatg ccaaggggga aaaccagtcg cccgttgagc tgcatactaa agacatcagg 600 

catgaccctt ctctgcagcc atggtctgtg tcttatgatg gtggctctgc caagaccatc 660 

ctgaataatg ggaagacctg ccgagttgta tttgatgata cttatgatag gtcaatgctg 720 

agaggg'ggtc ctctccctgg accctaccga cttcgccagt ttcatcttca ctggggctct 780 

tcggatgatc atggctctga gcacaccgtg gatggagtca agtatgcagc ggagcttcat 840 

ttggttcact ggaacccgaa gtataacact tttaaagaag ccctgaagca gcgcgatggg 900 

atcgctgtga ttggcatttt tctgaagata ggacatgaga atggcgagtt ccagattttc 960 

cttgatgcat tggacaagat taagacaaag ggcaaggagg cgcccttcac aaagtttgac 1020 

ccatcctgcc tgttcc'cggc atgccgggac tactggacct accagggctc attcaccacg 1080 

ccgccctgcg aggaatgcat tgtgtggctg ctgctgaagg agcccatgac cgtgagctct 1140 
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